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3 <110> APPLICANT: Rine, Jasper 

4 Boyartchuk, Victor L 

5 Ashby, Matthew N 

7 <120> TITLE OF INVENTION: AFCl and RCE1 : Tsoprenylatecl CAAX Processing Enzymes 

9 <130> FILE REFERENCE: B96-006-3 

C--> 11 <14 0> CURRENT APPLICATION NUMBER: US/09/16 5 , 4 60A 

C--> 12 <141> CURRENT FILING DATE: 1998-10-02 

14 <150> PRIOR APPLICATION NUMBER: 60/023,491 

15 <151> PRIOR FILING DATE: 19 96-08-07 
17 <16 0> NUMBER OF SEQ ID NOS : 4 
19 <170> SOFTWARE: Patentln Ver. 2.1 

<21()> SEQ ID NO: 1 

<211> LENGTH: 182 5 

<212> TYPE: DNA 

<213> ORGANISM: S a cc ha romvces cerevisiae 




21 
22 
23 
24 
26 
27 
28 
30 



<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<400> SEQUENCE: 



CDS 

(343) (1701) 

:i 

31 acctaccttt ttttctatct tcaacaacga aaogccttac a.cacacacac acatacatct 60 
33 acatacatac a ta caa a tat acatatatgt a aac ttg tat attcattcct attaaccaaa 120 
3 5 aagaggcaat taaaottttc cctcttr.ttc tacgtcattt actcaaaaac tetaattcct 180 

3 7 tcgtctctgt tctgccattt tctccagaaa aaaatcgacg ggaaataaaa aaaaaaagac 24 0 
39 aacgaacaag agaaaaagtt cgcgaattat aaaccacl:t.c tataattaac aggaaaagga 300 

41 aggaaaaaaa aggaggaaat agaaaactgc aggcctttat tc atg ttt gat ctt 354 

42 Met Phe Asp Leu 

43 1 

4 5 aag acg att etc gac cat cct aat ate ccg tgg aaa tta ate att tct 4 02 
4 6 Lys Thr lie Leu Asp His Pro Asn lie Pro Trp Lys Leu He He Ser 

47 5 10 15 20 

4 9 ggg ttc teg att gcc caa ttt tct ttc gaa tct tac ttg acg tac aga 450 

50 Gly Phe Ser He Ala Gin Phe Ser Phe Glu Ser Tyr Leu Thr Tyr Arg 

51 2 5 30 35 

53 cag tac cag aag eta tct gaa aca aag ttg cca cct gtg ctg gaa gac 498 

54 Gin. Tyr Gin Lys Leu Ser Glu Thr. Lys Leu Pro Pro Val Leu Glu Asp 

55 4 0 4 5 50 

57 gaa att gat gat gaa act ttt cat aaa tea agg aac tac tec egg gcc 54 6 

58 Glu Tie Asp Asp Glu Thr Phe His Lys Ser Arg Asn Tyr Ser Arg Ala 

59 5 5 60 65 

61 aag gcc aag ttc tec att ttc ggt gac gtc tat aac eta gcc caa aag 5 94 
6 2 Lys Ala Lys Phe Ser lie Phe Gly Asp Val Tyr Asn Leu Ala Gin Lys 
63 70 75 80 

65 eta gtt ttc ate aaa tac gac etc ttc cct aaa ate tgg cac atg gcc 64 2 

66 Leu Val Phe He Lys Tyr Asp Leu Phe Pro Lys lie Trp His Met Ala 

67 85 90 95 100 

69 gtt tct tta ttg aat gca gtc ctg cca gtc aga ttt cat atg gtc tec 690 

70 Val Ser Leu Leu Asn Ala Val Leu Pro Val Arg Phe His Met Val Ser 
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7 8 Thr 


Leu 
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Ser 
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Ser 
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Val 


Leu 


Glu 
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31 gaa 


aaa 


ttt 


ggt 


ttc 


aat 
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ttg 
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gtc 
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tgg 


ate 


acc 
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82 Glu 
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Leu 


Trp 


He 


Thr 


Asp 
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150 










155 










160 












85 atg 


ate 


aag 


agt 


ctg 


act 


ttg 


gcg 


tat 


get 


att 


ggt 


ggc 


cca 


ate 


ctt 


882 


86 Met 


lie 


Lys 


Ser 


Leu 


Thr 


Leu 


Ala 


Tyr 


Ala 


He 


Gly 


Gly 


Pro 


He 


Leu 




87 165 










17 0 










175 










180 




89 tac 


ctg 


ttc 


ctt 


aag 


ate 


ttt 


gat 


aaa 


ttc 


cct 


act 


gat 


ttc 


ctt 


tgg 


930 


90 Tyr 


Leu 


Phe 


Leu 


Lys 


He 


Phe 


Asp 


Lys 


Phe 


Pro 


Thr 


Asp 


Phe 


Leu 


Trp 




91 
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195 






93 tac 


att 


atg 


gtc 


ttc 


ttg 


ttc 


gtt 


gtc 
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ate 


tta 


gec 


atg 


aca 


ate 
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94 Tyr 
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Met 


Val 


Phe 


Leu 


Phe 


Val 


Val 
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Leu 


Ala 


Met 


Thr 


He 




95 






200 










205 










210 








97 att 


cca 


gtc 
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ate 
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Pro 
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Pro 


Met 
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Pro 


Leu 


Glu 




9 9 




215 
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ggt 
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ctg 


aaa 


aaa 


tct 
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gec 
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aga 
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ggg 


1074 
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att 
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He 
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att 
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1266 


118 Ala 


Val 


Leu 


Ala 


His 


Glu 


He 


Gly 


H is 


Trp 
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Val 
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ate 


ttt 


agt 
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ttg 
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etc 


att 
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tec 


ctt 


1314 
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Met 


Va 1 


He 
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Leu 
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Thr 


Phe 


Leu 


He 


Phe 


Ser 


Leu 
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310 










315 










320 












125 ttc 


acc 


age 


ate 
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aat 
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ttt 
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aac 


acc 


ttc 


ggc 


ttt 


1362 


126 Phe 


Thr 
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He 


Tyr 
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Thr 


Ser 
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Thr 


Phe 
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Phe 




127 325 










330 
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t ta 
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tec 
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agt 
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a tc 


act 
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1410 


130 Phe 


Leu 
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Ser 
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Asp 
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131 
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35 0 










355 
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ttc 
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at t 


ate 
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a tg 
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ttt 


aac 


gac 


tta 


tta 


act 


1458 


134 Glu 
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I J o 


He 


He 


Gly 
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Met 


Leu 
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Le u 
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Thr 




135 
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.137 cca etc gaa tgt gec atg caa'- ttc- gtg atg agt tta att tec aga act 
138 Pro Leu Glu Cys Ala Met Gin Phe Val Met Ser Leu Tie Ser Arg Thr 
13 'J 375 380 385 

141 cat gaa tat caa get gat get tat get aaa aaa ttg ggc tac aag caa 

142 His Clu Tyr Gin Ala Asp Ala Tyr Ala Lys Lys Leu Gly Tyr Lys Glu 
14 3 3yp 395 400 

14 5 aat 6ta tgt agy get eta att gat eta caa ate aaa aac ctt tee ace 

146 Asn Leu Cys Ary Ala Leu lie Asp Leu Gin lie Lys Asn Leu Ser Thr 

147 405 410 415 420 

14 9 atg aat gta gat cct ctg tat tct age tat cat tat tec cat cca ~aet 

15 0 Met Asn Val Asp Pro Leu Tyr Ser Ser Tyr His Tyr Ser His Pro Thr 
151 425 4 30 4,35 

153 eta get gaa aga teg acc yet eta gac tat gtt agt gaa aag aay aaa 

154 Leu Ala Glu Arg Ser Thr Ala Leu Asp Tyr Val Ser Glu Lys Lys Lys 

155 440 44 5 450 

157 aac taatctatag agtacacata ttagcatgta ccgttaaatt cagcttegtt 

158 Asn 

160 atgtctatat etacatacat acacaggtat ctactataag 'aataaaggaa agaaaaaata 
162 aacgattaaa catt 

165 <210> SEQ ID NO: 2 

166 <21L> LENGTH: 453 

167 <212> TYPE: PRT 

168' <213> .ORGANISM : Saccharomyees ..cerevisiae 

170 <400> SEQUENCE :. 2 ' 

171 Met Phe Asp Leu Lys Thr lie Leu Asp His Pro Asn "lie Pro Trp Lys 

172 1 5 10 - 15 

174 Leu lie lie Ser Gly Phe Ser lie Ala Gin Phe Ser Phe Glu Ser Tyr 

175 20 25 30 

177 Leu' Thr Tyr Arg Gin Tyr Gin Lys Leu Ser Glu Thr Lys Leu Pro Pro 

178 3 5 4 0 4 5 

180 Val Leu Glu Asp Glu lie Asp Asp Glu Thr Phe His Lys Ser Arg Asn 
.18:1 50 55 60 

183 Tyr Ser Arg Ala Lys Ala Lys Phe Ser lie Phe Gly Asp Val Tyr Asn 

184 65 70 75 80 

186 Leu Ala Gin Lys Leu Val Phe He Lys Tyr Asp Leu Phe Pro Lys Tie 

187 85 90 95 
189; Trp His Met Ala Val Ser Leu Leu Asn Ala Val Leu Pro Val Arg .Phe 
190' ■' , 1,00 105 110 

.192 His Met val Ser Thr Val Ala Gin Ser Leu Cys Phe Leu Gly Leu Leu 
193 115 120 125 

195 Ser Ser Leu Ser Thr Leu Val Asp Leu Pro Leu Ser Tyr Tyr Ser His 

196 130 135 140 

198 Phe Val Leu Glu Glu Lys Phe Gly Phe Asn Lys Leu Thr Val Gin Leu 
19> 14 5 150 15 5 16 0 

201 Trp He Thr Asp Met Tie Lys Ser Leu Thr Leu Ala Tyr Ala He Gly 

202 165 170 175 

204 Gly Pro He Yen Tyr Leu Phe Leu Lys lie Phe Asp Lys Phe Pro Thr' 

205 180 185 190 

207 Asp Phe Leu Trp Tyr Tie Met val Phe Leu Phe Val Val Gin Tie Leu 



1506 



15 54 



1602 



1650 



1698 



1751 



1811 
1825 
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Ser 
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Arg 
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Val 


Ser 
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4 35 










44 0 










44 5 








2 55 


Glu 


Lys 


Lys 
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256 450 

260 <210> SEQ ID NO: 3 

261 <211> LENGTH: 2948 
26 2 <21.2> TYPE: DMA 

26 3 <213> ORGANISM: Saccharomyces cerevisiae 

265 <220> FEATURE: 

266 <221> NAME/KEY: CDS 

26 7 <22 2> LOCATION: ( 1 0 01 ) . . ( 194 5 ) 

269 <400> SEQUENCE: 3 ' ' 

270" tyaactgttg atgaacaaag agaagctgac aagcatcaaa gctttgtacg atgatttcca 6 0 

272 ttcaaaaatt tgtgaatatg aaaccaagtt caacaagaat tttcttgaat taaatgagtt 120 

2 74 atataatatg aataggggag aecgtaggcc aaaggaactg aaatttacag attttattac 180 

276 ttcacagctg tttaaegata tcgaaagcat ttgcaacttg aaagttagtg ttcacaactt 240 

278 atccaacatt tttaaaaaac aggtcagtac cctaaaaeaa cactcaaagc acgcattatc 300 

280 tgaggattca atatcgcaea caggtaacgg tagttcatcg tcgcccagtt cagcgtcatt 360 

282 aacgccagta acttcttcat ccaagagtag tttattttta cctagcggta gctcgtctac 420 

284 ttccctgaaa tttacayacc agattgttca taaatgggtt aygattgctc ctttacagta 480 
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caaacgagac 
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tgtatggttt 


720 


294 


gcttataga t 


gaaggtattt a teg eg tec t ttgtattccc 
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aaaa ttcttt 
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tttctggtgc tcttttgttg cttctgtatt 


tttttttttt 


tggaccactg 


840 
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a tcgagattt 
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tat 
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Ser 
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He 
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120 
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130 
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ttt 
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